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(b A KRFRFEFRMEERX TS ER FRRBINM, #db &KX 430014 )

B = B S HEIEH TS RNA MIF-AST (IncRNA MIF-AS1) 7 fF4 i 36 5 & 2 3.
Fik: R qRT-PCR AN IncRNA MIF-AST 75 94 i BT K Hosm 25 4020, LA KA AR [ 96 400 bk 5

I AFAR R A R0k, A0 W R K K 15 1if PR B 2 50 B U A 5% 28 o 5 988 41 43 591 5% % Ine RN A
MIF-AS1 FHF50 (UTERAL ) . IncRNA MIF-AST B (i k2l )« BIMExt B4 7 8] (X Bddl) )5,
LS T 968 200 B 1 o RN R 28 RE ARk, DA B2 - MIFER AL (EMT ) MCF 3 I 3RA s ik
5% : IncRNA MIF-AS1 7EJ R 2l 2 rpr ik it W] Wl = TR 52 140, TER IR iR 4 ML &R v 0k R X W Wl iy
FIEH 4N (3 P<0.05) o IncRNA MIF-AS1 (315K V5 B & MG AFP KF o B K/ TT# Ik
TORERE . TNM AW A5 ¢ (1 P<0.05) o IncRNA MIF-AS1 #5235 B ARG IR AR A7 2R N AR 2R
B0 AR T IncRNA MIF-AS1 K3k H % (1 P<0.05) ; IncRNA MIF-AS1 £ik &8 E LR EAERY
RAEAER M fE R R (1) P<0.05) o SR B, SR i, UOBRA 40 i i 1 4 5 42 22 ak
T BREAL, bR E- FSEEM R I ARIA T, IR Ay N- S5 AE  E E  R A R
ik (¥ P<0.05) ; 1T FIRA ARG 5T 512280 0 B W AG0R, E- B RGFAE  RA AR, N- SRR
1 R %8 B kB AL (1 P<0.05)
Z518: IncRNA MIF-AS1 76 Rk i, HRak K55 9 50 38 S R I A BEARAE AN R T 22 2%
PIMASE, HAEMPLH T G 2 ik EMT T A %
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Abstract Objective: To investigate the expression of long non-coding RNA MIF-AS1 (IncRNA MIF-AS1) in
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Methods: The expressions of IncRNA MIF-AS1 in 94 paired specimens of HCC and adjacent tissue, and in
different types of HCC cell lines and normal hepatic cells were detected by qRT-PCR. The relations of IncRNA
MIF-AS1 expression with the clinicopathologic variables and prognosis of the patients were analyzed. The HCC
cells were transfected with IncRNA MIF-AS1 interference sequences (silence group), IncRNA MIF-AS1 mimics
(overexpression group) or negative control sequences (control group) respectively, and then, the changes in
proliferative and invasion abilities as well as the protein expressions of epithelial-mesenchymal transition (EMT)-
related molecules were examined.

Results: The IncRNA MIF-AS1 expression in HCC tissue was significantly higher than that in adjacent tissue, and
in each studied HCC cell lines was significantly higher than that in normal hepatic cells (all P<0.05). The IncRNA
MIF-AS1 expression was significantly associated with the serum AFP level, tumor size, portal vein microthrombus
and TNM stage (all P<0.05). The tumor-free survival and overall survival rates in patients with high IncRNA
MIF-AS1 expression were significantly lower than those with low IncRNA MIF-AS1 expression (both P<0.05).
The IncRNA MIF-AS1 expression was an independent risk factor for both tumor-free survival and overall
survival rates of the patients (both P<0.05). Results of cell experiment showed that compared with control group,
the proliferative and invasion abilities were significantly reduced, and the protein expression of the epithelial
phenotype molecule E-cadherin expression was increased, while the expressions of the mesenchymal phenotype
molecules N-cadherin and vimentin were decreased in silence group (all P<0.05); the proliferative and invasion
abilities were significantly enhanced, and the protein expression of E-cadherin expression was decreased, while the
expressions of N-cadherin and vimentin were increased in overexpression group (all P<0.05).

Conclusion: The expression of IncRNAMIF-AS1 is up-regulated in HCC, and its expression level is closely
related to malignant clinicopathologic features and poor prognosis of the HCC patients. The action mechanism of
IncRNAMIF-AS1 may probably be related to its promoting EMT process.

Carcinoma, Hepatocellular; RNA, Long Noncoding; Epithelial-Mesenchymal Transition

CLC number: R735.7

JEAn s (HCC, DLFfiMFm) BAR A
RE UG 2 R, FARYIBR B N & A 5L
MRIT T L, (TR ARG T8 2 e i i e
W 5 I8 V8 A6 09 43 F BIL I 6k 5385 9 36 97 0 A5 R
BREITEAEEME . KEEEHBRNA (long
non-coding RNA, IncRNA ) J&—ZRKEAH2001
KA me A & ARSI e RNA, Honl W i
Yoo B . e S ORGSR R T R B2 41 R A
SUIREY, 25 Z R R B & A kR IneRNA
MIF-ASTR R KM IncRNA, HAE B A8
Tk LI HEBHE AR UG H L. IncRNA MIF-
ASTFE T v it 2R3k e FL T fE o T X i . A
28 K 52 I 9¢ 56 52 B P CRAG I 9 4491 T 9 #8441
U lneRNA MIF-AS13EiL, A H 51k KW H S
BTG R FR, IFTEA MR PRI IncRNA MIF-
AS T JFF 9 240 6 354 30 1 42 28 R 7 %) 52 i) S HIL T o
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1 #MBRERE

1.1 I RERA

WAE20144E 1 H—20154E1 A o] FAEF R K
=[] G = 2 B B J bt BS 8 I IR AR BT I
VIR AR BB UL AR 4B . W AbRIE: (1) ARFTA
PEAT AR AT ALY BT Bh kAR ZE AT . S0 AR
JPERPEIRTT s (2 RGBT 3) U
SRR 5 () I IR BB U B kL . HEBR bR
e (1) S8 BRI SME A AR b 5 (2) Bk =
B 17 9 R BB U7 SR AR SRR (3) S BRAL SR AR
ANFE A BEFE B . TR U BR  HF98 0 3 2 2T
57 A4 9 20 0 SAR N R 5 A 2, i 55 A 2L b
B2 2 /02 em Pl b U HLIE 520 9 40 B Ak 4y,
AT G AR BEAR A AE T =80 CUKFR T #8 H o
1.2 AR EB R EFBET

WO R E AR L MR RS A iR R
MG RER (AFP) FFER; KGR
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FEWITT2E 12 B IG v 217 . BEUT NS4 -
RIGFERH RGN (R, EREIET:) . #KR
KA L MIEAFPAKE . HIIRESE. BF2
Wi g Ko SCANTR o AR5 48 W0 Fh 52 AR 2 K A i 55 A7
TE 988 e AR 1 o A A8, B — B2 AR A G A 4
TN AFTE I AR R 5 A e AR, R B AR AR PR 4L
T R RRAEAREATFREEREE L
SR YR B 1 22 D) ) B ) ) B, RS A A A B TR
FARIGIT AR E T Z (BB E], Bl 7 2 0 1]
20194F 1 1, s KBTI A]54F
1.3 FERRFIRALZE

RNAiso plus (9109) . W% ik &
(RR047A) K qRT-PCRi# & (RR420) ¥
W H H AKTakaraZyd); Transwell/NZE | KR K
Matrigel ( BD ) ; ThermoND2000C#H & 43k
it ( Thermo ) . GeneAmp PCR system 97009
WA ( PerkinElmer ) . LightCycler®48O [ISystem
(Roche) o EMTHICHUA (HLIEHE A . PIN-45
FMEAMITE-SFMER ) WA EXEAbcamd
Ao IncRNA MIF-ASTTHL/¥%]. IncRNA MIF-ASI1
LA S B Sk BERE 510 fl N B T A B B A RR
NEE . IneRNA MIF-ASTH#FES]: 5'-GGT
GGT TGA AAG GAA TCC T-3'; XS IEF 51 .
5'-CCT AAG GTT AAG TCG CCC TC-3'; IncRNA
MIF-ASI#LIYIE] . 5'-CCU GUA UUU GAC
AAG CUG AGU U-3', g : 5'-CUC AGC UUG
UCA AAU ACA CGU U-3',
1.4 Fi&
1.41 mieyi ANk (QGY-7703,
BEL-7404 ., MHCC-LM3 ., SK-hepl #1 HepG2)
K ANFAM R (L02) #5535 T & 10% it 45 1 i 1)
DMEM £ =3 f Eib gk & T 37 °C . 5%CO0,
mEMAS, BT ERS AR R T
1.4.2 wmfn it Ao m BB K QGY-
7703 ML IEF T 6 FLA (Sx 107/ 4L) FREAEKE
AR 70%~80% B, 2. DIERAL. i %k
xR, IR Lipofectamine3000 136 BH 45 Z 3K 3
B Y IncRNA MIF-AS1 T# 5%, IncRNA MIF-
AST B S B PE X BT 31, S5 UL f5 12 h 2k H
qRT-PCR #9] IncRNA MIF-AS1 3 ik DL & %5 Y
1.4.3 CCK-8 % JHEAMHK (QGY-7703) ¥
YeJg 24 h, AT 96 fLi P (5x 107 4L) , &

© WA )T i [ & F I F 2P H

FAEO0. 24, 48, 72 h JiMA CCK-8 (10 pL/ L) ,
WEOGRE IR 2 b, B IRE S E AS AR T 450 nm I
KA WOGEE , WOGEEE A A, b ST a] S
Me b, 22 A M A Al 2

1.4.4 Transwell iK% R0 RR ( 0GY-7703)

ey 24 b, R HTIBEE I Ak 40 IO B0 5 B

FHJC I35 ) DMEM 35 57 & 5 B 4 ffd, % ] 1:8 [
] Fs BE 50 mg/L f) Matrigel J5 , 50 pl F B
Jii 1) Matrigel £ #% Transwell /N % Ji& #F I, ¥
1 x 107100 pL 4 fl B AR S 12, T2 500 pL
& 10%FBS ) DMEM 5 5%, 48 h 5o /hE,

7 LR, MR LEMAE, 4% 2%
HBE[E 2 40 15 min, 255 Y {4 10 min, PBS
BRI, GiR g/ E A E .

1.4.5 X RNARRE & # F R E  BUE & MR
H41%E 1 mL RNAiso plus FRE B 55 43 J5 i 200 pL
ARZIES 15 s, EEFFE 10 min, 4 CHEL
(12 000 r/min, 15 min) ; HC W59 SRR
A S EE, EUENRAT, 4 CE.Ofa BEEDTTE

1 mlL 75% < BE R BT i DEPC /K % f#
T CE R S SR Ay 66 EE T B B RNA VR,

Asgonso TE 1.8~2.0 Z [8] i & ¥ FE 5o % Takara 28
A3 5% SRR & RRO36A BEBH B pr R m A7, i
H SureCycler 8800 PCR 1% ( Agilent Technologie )

AP S RN, 306 S e DNA, =20 CARAF 4 H -
1.4.6 qRT-PCR IncRNA MIF-AS1 3| % % %
B A TAY TR A RAF AR IncRNA
MIF-AS1 I ¥ 5] #: ACA TCG GCA TGA TGG
CAG AA; FiF5%: TCA CAA AAG GCG GGA
CCA C; GAPDH AN Z, Liif5I¥: GTA ACC
CGT TGA ACC CCA TT; ' Ui 5l ¥: CCA TCC
AAT CGG TAG TAG CG. LT ERE 7 PCR
BiAPEINTT . FARTE 95 € 30 s, ZJF 40 NEER
(95 C 5s.65%C30s, 95C5s) . RN
SRFH 278 2T AT N A M X RE AT

1.4.7 Western blot ffi ffl RIPA ZZ il 25X 3 41
g0 M B B, BCA & A iR R &
R A . H 10%SDS 5 R s IE 1 58 I 43 25
3HRE A RS (30 ng) , JFEBE PDVF .

FH Tris bk o iy 5% Wi IE 2 B A I, JF 5
BLE R, PUN- S AR, b E- S5 REE R
HFEEIFTE 4 Clik, RE =937 CHE 2 h.

fif k2= &6 (ECL) BBEPE, RH GAPDH
B REXTRE

http://www.zpwz.net



57 1 VY, % K4 3E4% 5 RNA MIF-AS] iRk R EE b - 67l b x 2 851
1.5 Fit=4biE 2 & B

K HIBM SPSS20.0 K HF 474011220 ¥r. P4
ZIa] R R B, 2 4H a) Fe R B & Oy 24 2.1 IncRNA MIF-AS1 EFEARMF AR ZE R

SN, RH xR AT R 412U Ine RNA MIF-
AS1ZR IR 5 K S B0 A Pk . R Kaplan-
Meierik il A FE 4R, IF il id Log-rank £ 5 L 4%
IncRNA MIF-AST# £k RALR LA B H AR5 LA
225 R Cox L) RS 55 784 43 A 52 ) 18 35 $3 )5
FA ST fE &, P<0.05 A E S AR L.

Fix £

qRT-PCRE RN : AL IncRNA MIF-
ASTRIXWI W & TIERFEFHL (P<0.001)
(EITA) 5 SFE R4 P IncRNA MIF-ASI
FIRKFH B & T IEE Ak (Lo2) (¥
P<0.001) (E1B) .

15+

15 -
Elg
i ;

Eﬂ mEmm .,.HE -

*® Z 10

=0} - g 1 -

= L d m. -.

2 - - EI

E' L - - = 54 T

= 5 =

< - o=

z )

= D EEEE. _‘g

< -
P weme -
0 - \p’L \p] QX W N Gl
. ; A7 B A Y e
S mas Q@Y g et e e
B 1 IncRNA MIF-AS1 ZERFEERRIRIE  A: APRAZURUESSAZL; B: AFAIMGR S E W AT AN
Figure 1 Expression of IncRNA MIF-AS1in HCC A: HCC tissue and tumor adjacent tissue; B: HCC cell lines and normal hepatic cells

2.2 IncRNA MIF-AS1 RiZ5EEIEKFESH
Z X R

MR A P Ine RNA MIF-AS1# A&/
BLECHS BT A 96 ) 43 o s RGBS A IR R IR A, Horp
B IR AT, KE KA 476, IncRNA MIF-AS1

1B K5 BEAFPAKF (P=0.012) .
K/ (P=0.006) . [T# bk (P=0.011) |
TNMZ 8] (P=0.030) BB A, W5 . 4F
W R . A2 MR sE . BT R
XFE (HP>0.05) (F1) .

F 1 IncRNAMIF-AS1 RiIZE5E2ERKBRESEHHIXLER 0 (%) ]
Table 1 Association between IncRNA MIF-AS1 expression and clinicopathologic parameters of the patients [n (%)]
SR ik (n=47) {KFiL (n=47) P SR mais (n=47) fLFE (n=47) P

P BiE R/ Cem)

3 38 (80.9) 24 (51.1) <3 19 (40.4) 9(19.1)

i 9 (19.1) 23 (489) 0-207 >3 28 (59.6) 38 (80.9) 0.006
AR (%) vy

< 60 35 (745) 35 (745) H 29 (61.7) 31 (66.0)

= 60 12 (25.5) 12 (25.5) 1.000 G 18 (38.3) 16 (34.0) 0619
AFP (pg/lL) i 534k

< 400 32 (68.1) 23 (48.9) B 27 (57.4) 33 (70.2)

= 400 15 (31.9) 24 (51.1) 0012 1% 20 (42.6) 14 (29.8) 0-295
i iRGTa I TR K AR

H 34 (723) 35 (74.5) 0o R4 19 (40.4) 30 (63.8) 0,011

-t 13 (27.7) 12 (255) ' Btk 28 (59.6) 17 (36.2) :
JibsRa% A TNM 43+

1 35 (74.5) 35 (74.5) L+11 36 (76.6) 27 (57.4)

> 1 12 (25.5) 12 (25.5) 1000 I+1V 11 (23.4) 20 (42.6) 0.030
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2.3 IncRNA MIF-AS1 Rix/KESHEEEME
ISR
Kaplan-MeierHﬁﬁﬁ*ﬁﬂ?, IncRNA MIF-AS1
R IR ARG AR Y] BAL T IneRNA MIF-

Lo — 1 IncRNA MIF-ASI fltFik4]
90 —1IncRNA MIF-AS1 @5 355541
80k — P<0.001
70}
60
50f
a0}
30}
204
10}

0

TeIAEAR (%)

0 10 20 3 40 50 60
A (A )

ASUfEFE A4 (P<0.001) (E2A) ; IncRNA
MIF-ASTE ERHAARGE BAFRT B FlncRNA
MIF-AS1{E 1540 (P<0.001) ([E2B) .

100

= —+_IncRNA MIF-AS {33541
90} — 1 IncRNA MIF-AS1 5 #i541
S0F P<0.001
= 70k
S 6o}
]
Eﬁ 40} l
0 30F
20k
10
0 o 2 a 2 2 1
0 10 20 30 40 50 60

IpE ()

2 IncRNA MIF-AS1 BERIEEMERIEEAREEBEFERMEEERILER

Figure 2 Disease-free survival and Overall survival curve of IncRNA MIF-AS1 high expression group and low expression group

24 MEARLTEBEEERMBEGFENRBRESER

S

BRI R s . R R/ (P=0.001)
g %t H (P=0.023) T K O R
(P<0.001) . 4rfb#EE (P=0.001) fIncRNA
MIF-AS1#%35 (P<0.001) 58 E TR AEFLRY B
AR ZHRESPIR: WEEHE (P=0.01) . I]
F K OE#S (P=0.006) | A fERRE (P=0.037)
FelneRNA MIF-AS1#3i5 (P=0.001) AW HEH

K2 REBEGEHFMERST (n=94)
Table 2 Univariate and multivariate analysis of influencing

recurrence-free survival of the patients (n=94)

TR AP RS AR E (%£2) o CoxLHE
B8 s . A JCT T # bk UE S (P=0.012) |
g B M AL AR (P=0.013 ) MIncRNA MIF-ASI
A X 2k K (P<0.001) 5B E& B EMFR
HEAK, ZERERES B 18K EoE
o (P=0.043) | WELFEE (P=0.027) &
IncRNA MIF-ASTAIX R IEAKF (P=0.001) K&
HRAEARNMA BSRE (£3) .

K3 FMBEDEGENRERRMESERSN (n=94)
Table 3 Univariate and multivariate analysis of influencing

overall survival of the patients (n=94)

b HR  95%CI P Ak HR  95%CI P
ARR T ARR T

AR (<60 vs.>60 %) 1433 0.721~2.847 0305 AERA (<60 vs.>60 %) 2433 1721~3.867 0456
PER] (5 vs. ) 0.744 0335~1.653 0.468 P (5 vs Z2) 1744 0.935~1.953 0.309
AFP ( = 400 vs. <400 ) 1181 0.706~1.974 0.526 AFP ( = 400 vs. <400 ) 2188 0.456~4.974 0.526
JiFtEfL (A vs. T0) 1259 0.667~2.377 0477 JiFtEfL (4 vs. JG) 2287 1.656~2.900 0.389
RN (4 vs TG 0.897 0.509~1.580 0.706 FirsEa s (45 vs. JC) 0.697 0409~4.580 0.345
Jiisga kN (= 3vs.<3 em) 3913 1.564~9.794  0.001 fiEf /N (= 3vs.<3em) 5913 4.545~12.794 0.063
g H (£ vs B) 2155 1.176~3.984 0.023 JiEEd H (£ vs 1) 3443 1.134~5984 0.073
RIS (v ) 3075 1.778~5.320 <0.001 I TRk (v T 7075 4.778~12.320 0.012
SRR (v vs {15 ) 0472 0306~0.728 0.001 HAURRRE (R vs fIK) 0472 0306~0.728 0.001

IncRNA MIF-AST 3k (fjvs /)  4.651 2.318~9.325 <0.001
EASESw

IR/ (= 3 vs.<3em ) 3.293 0.745~14.561 0.116
JEE% H (£ vs 1) 4335 1.591~11.813 0.001
I TRk (5 vs JC) 3662 1.422~9431 0.006
SRR (v vs AIR) 0.549 0.304~0.991 0.037

IncRNA MIF-AS1 #i5 (5 s ) 6.244 3.127~10.683 0.001

© WA )T i [ & F I F 2P H

IncRNAMIF-AST ik (5 vs i) 1215 1.098~4.478 <0.001
EASEyii

I IR KRS (s G) 56062 4.422~12.477 0.043
STAREE (fIK vs =54 ) 1509 0.904~1.991 0.027

IncRNA MIF-AS1 &35 (& vs {K) 3485 2.127~6.683 0.001
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2.5 IncRNA MIF-AS1 & ¥ FFE s P<0.01) (E3) , #RFEY M), Y24, 481

qRT-PCRZ R B /R, SxtBAi, d& 72 b, SxEAmRE, SREAA450 nmfi ] 5
KM IncRNA MIF-ASTAIXFSRGABI B A&, I8 JFhm, JUERZHA450 nmfE ] B AL (¥P<0.01)
HincRNA MIF-ASTAHX ik &0 WM (3 (E4) .

P<0.01

3 EHRHREKN
Figure3 Transfection effect measurement 4 IncRNA MIF-AS1 3% Xt AT 4 R S S AL 1 OS2 0
Figure 4 Effect of IncRNA MIF-AS1 on the proliferation of HCC

cells

2.6 IncRNA MIF-AS1 @S FEEZE XL MiUTBR A AN MR R R H W B > (1
XA i, o RAAN R ESE W P<0.01) (FE5) .

X R

5 IncRNA MIF-AS1 RiAX A e 4B R R AR
Figure 5 Effect of IncRNA MIF-AS1 expression on invasion of HCC cells

2.7 IncRNA MIF-AS1 &k ix 5T 4k EMT 48 HPIEEAREARILEVREMR (HP<0.05) ;
XA FHXER of FIKHE 55 F M R A ] AT, N-45
Western blotZ5 R W~ SXTHRALE, Uk MM EASEEEAEARAIEHE S (1

HE-FEF M E AR EH BT R . N-B55 & A P<0.05) ([&l6) .
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Bl 6 IncRNA MIF-AS1 %%LXTHH;ZEHEE EMT 483X 53 F A9
Figure 6 Influence of IncRNA MIF-AS1 expression on EMT-related molecules in HCC cells

JHF 968 J2 W UL 00 T A G M R 2 — . R R
RAE TG bR b R A S A, A RS AR OG BE T Hh HE
o R EAAEA 38307 NET R, ™
e FE R, VR A & 9 B
BIF I AEEN T IneRNAE—ZE K K T200 nt
T A RSB RNASY F . AW K
HAERE i . Bk . R T 24 U5 i & R
FERM, Ine RN AR 7E JF 98 B8 & 19 b s L 20 7
WAL, JERTRETOIN AT R E TS . IRIT
SR I T AE 4 70

IncRNA MIF-AS1ZEN F1p36ye ik [, &
BB & A Ine RNA 710 ARBFFER M Ine RN A
MIF-ASTTE 2 U i Rk KPR 4L
IncRNA MIF-AS1H) A K 83 5 T s 4l 40
IZJHﬂiIJLKIEJHWEMHIHMManRNA MIF-AS1H) %

BT N R (R = T 3 1| 1O 7 O B S 2 KR AV
JHF 988 968 2L 2 AN AR AR HF Inc RN A MIF-AS1AY KA
. X 57 B R L R iR — R, A
WE9E K AP A 20 Ine RNA MIF-ASTH) k7K
EEHAFP . MR RN TR KO A . TNM 31 5
FHIK; IncRNA MIF-AS1E R4 B FH IO EAT
R AR LR B A B B EEREAR, Cox
A1 09 23 H1 7R Ine RNA MIF-AS1 1) 2% 35 7K - S 5% 0 JiT
9 BB R R TC IR A A R LR AR R ST f R
£ RS RPEIRIncRNA MIF-ASTH kK&
55 98 2 s 7™ FE DR S A DG L AT IR0 A R TS A 4y
TFhrdd.

AT R 4 S PR 1) 1 40 RIN A B e I 240

O MR o F B FAEPH

MBS 3 Inc RNA MIF-AS1IhREE 2 3R 15 50 16
KRR Ine RNA MIF-AS 1335 AT i 2 30 i T 98 40
M58 . MR ZERE T RZ, IncRNA MIF-
AS 1L 223K 0T G 25 W40 I o A0 M BG 5  iE RS R
ZHeS1, BERIncRNA MIF-AS1W] RETE 98 & 5
o EH . A4 5 i Ine RN A
MIF-AS17E 5 i S FL AR k15 35000 55 8 A 26
. FEHET, EFEIELIncRNA MIF-AS1figi it
IneMIF-AS1/miR-212-5p/NDUFA4{5 5 & 7241 #F

B G, R T EFLEE T, IncRNA

MIF-AST & RIA, I Al oL 88 [ 45 G miR-1249-3p,
P45 Homeobox B8 &Ik, JL#IncRNA MIF-ASI
3% 8 T A 2L R R AN M RGBS B TE B RGE RS
IHIEMT RS,

Western blotZ5 R 78, IncRNA MIF-AS1
b 33k AT T 2O 9 A0 A v AR TR BT A N - 4 A B
EEMPEIE R A KRR, mQR LR R
E-45 R MR R IAREAL, RZIRK, 45 RN
IncRNA MIF-AS1Z 5 -9 40 i | e - 18] 78 5t % 1k

(epithelial—to—mesenchymal transition, EMT ) i
FEVE YT . EMT 2 MR oJEd 40 B 45 15 1 7% FiR 28 68 1 Y

SLnli, B RRRAEE L R AR AR W E - R M R A
T ] TURR R W N - 2k B AR RO B AR R
I8 B, B A0 R BE SR e Ok . B R RE D s
TR R 2 R e BRI R Z
Inc RN A F] 3 38 845 E MTAH 5 # 55 [ 7 10 26 38 52 Wi

FEAE A EMTHERE , IncRNA NRONZE AT 4141 %
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